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ENZYMES: ALL 74 ENZYMES (NO FILTER) 

SETTINGS: LINEAR, CERTAIN SITES ONLY, STANDARD GENETIC CODE 



Ava II 

! Sau96 1 



Eco57 1 
Bsrl 



I I- 1 i I I I I 1 1 I | I l 1 1 1 I I l I | I I I i 1 I I 1 1 1 I 1 1 i | I l l l | l I t l | l l I 1 1 l I i i |- i 



SEQ.ID.N0.2 £G£G3£OX2IXXnnX2^^ 
SBQ.ID.N0.3 SPVRNCRCPL GPAATVWT . TGE 
SEQ.ID.NO.4 LLSGTAGVLSEVQLQQSGPELVK 
SEQ.ID.N0.5 L C Q ^ E < | L [ | Q < V S ^ S | L R S^S | N .^S 

Hph I Dra II 

|]Bsp6.l ' EC0RV 1 * 



SEQ.ID.NO.l <_ 

HnliiNli i u l iiiil iii il i inlM ii liiiil i inlniiliiniiMiitmii,,, , lw 
SEQ.ID.NO.2 G3^JJZ£&^GICP£nXX^^ 

SEQ.ID.N0.3 AWDFSEDI LQDFWIHIH . IYHTLG 
SEQ.ID.NO.4 PGTSVRISCKTSGYTFTEYTIHW 
SEQ.ID.NO.5 LGLQ . GYPARLLDTHSLNTPYTG 
Hph I . Rsa I 

jNco I J j Kpn I 

SBO ID NO.l IGAAGC^GAGCX3m3GAAAGAGariT^^ 
^" | i i I | I I l i I l I I- 1 I I i 1 1 1 I I 1 1 | » 1 I l 1 1 I I 1 1 l I 1 I |II II |III 1 | IHI|IIM||II)HIM|210 

SEQ.ID.NO.3 EAEPWKEP .VDWKHQS . QWWYHL 
SEQ.ID.NO.4 VKQSHGKSLEWIGNINPNNGGTTY 
SBQ.ID.NO.S • SRAMERADSGLETSILTMVVPP 



Bsrl 

Rsa I 



Ban II 



SEQ.ID.NO.l ( 

|Ml|Mlllll ll| I M I | IIMi)M l |M)l|l)ll|lllll1))ll)lllll l l l | ll lll l lll | 280 

SH2.ID.NO. 2 GITAGICITCASGCiraGTira^ 

SEQ.ID.NO.3 QSEVRGQGHIDCRQVLQYSLHGA 
SEQ.ID.NO.4 NQKFEDKATLTVDKS S S TAYMEL. 
SEQ.ID.NO.5 TIRSSRTRPH . L.TSPPVQPT WSS 

iSau96 1 

,A!ul jBsrl 
(DdeljHinf I |Pst I |Pvu II | | |Hae II! 

SBO ID. NO.l CGCAOXIAACATaGAGGATK^^ 

H H ] 1 I ) 1 1 I 1 H 1 I I I I I I I I I | I I H | I I I I | 1 I I ) | f I I I | i It 1 I I I I I I I I I I | I I I i I I I M | 350 
SEQ.ID.NO.2 G0GTO33ATlGT3O^I*XnA^ 

SEQ.ID.NO.3 PQPNI GFCSLLLCSWL EL L L G P 
SEQ.ID.NO.4 RS LTSEDSAVYYCAAGW NFDYWG 
SEQ.ID.NO.5 A A . HLRI LQSIIVQLVGTLTTGA 

Aiw26 I 
| Dde I 

SEQ.ID.NO.l AAGSCAQCACICrCAOiGTCia^ 

I I I ! | i I I I | I I I i | I i I I | i i i i | i i I i | I i i i | i i I i 1 i » 391 
SEQ.rD.NO. 2 Tira^TOGIGAGAGIGTOYSAGG^ 
SEQ.ID.NO.3 RHHSHSLLSQNDT 
SEQ.ID.NO.4 QGTTLTVSSAKTTP 

SEQ.ID.NO.5 K A ^ P ^ L ^ S S P Q P_ K R H ^ P FIG 7 
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L1PMAN-PEARSON PROTEIN ALIGNMENT 

KTUPLE: 2; GAP PENALTY: 4; GAP LENGTH PENALTY: 12 

SEQ1{1>115) SEQ2(1>125) SIMILARITY GAP GAP CONSENSUS 
J591VH.PRO MUVHIIA.RRO INDEX NUMBER LENGTH LENGTH 
(1>115) (1>125) 75^6 2 10 125 

p10 ^-20 ^30 p40 j-50 

EVQI^QSGPELVKPGTSVRISCKTSGyTFTErri -HWVKQSHGKSIjESVIG^^ 
EVQlJQQSGPKLVKPG:SV':ISCK:SGyTFT:Y : :WVt^.GKSt J EmG:INP.N3C?r: 
EVQIX2QSGPELVKPGASVKISa<7^ 

T— 10 ^—20 T— 30 T— 40 ^—50 ^—60 

60 ^_- 7 0 ^-80 ^-90 p100 ^110 

YNQKFEDKTmjTVDKSSSTAYMEO^SLTSEDSAVYYC^ WNFDYW3Q3TT 

YNQKF . : KKCLTVDKSSSTA^M : L. . SLTSEDSAVYYCA. G . . EDYW3QGTT 

YNQKPWSKMLTVDKS^ 

T— 70 ^—80 90 ^ — 100 T— 110 T_ 120 



LTVSS 
:TVSS 
VTVSS 



FIG. 8 
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VK15E.SEQ(1>124) 

VK16£.SEQ(1>118) 

VK20E.SEQ(1>93) 

VK27UE.SEQ(1>153) 

VK28UE.SEQ(1>153) 

VK18E.SEQ{1>81) 

VK23LSEQ(1>122) 

VK26UE.SEQ(1>153) 

VK25E.SEQ(1>42) 

VK15UE.SEQ(1>263) 

VK20UE.SEQ(1>230) 

VK25UE.SEQ(1>209) 

VK16UE.SEQ(1>142) 

VK18UE.SEQ(1>80) 



100 



300 



FIG. 9 
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ENZYMES: 
SETTINGS: 



ALL 74 ENZYMES (NO FILTER): 

LINEAR, CERTAIN SITES ONLY, STANDARD GENETIC CODE 



,'Hph I 



seq.id.no. 10 AflTAmoria^ciTiceci^ 

SEQ.ID.NO.il LYGADGNIVMTQS PKSMSMSVGE 
SEQ.ID.NO. 12 YMELMGTL . . PNLPNPCPCQ . ER 
SEQ.ID.NO.13 I I, W, ,S | _ . W | B, ,110 N D P t I _S_ Q l t H V H V S R R E 



Haelll 
jBsrl 

SEO ID NO 9 GGGTCACCTTJ^CCTGCAAG^ 

1 1 m 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n inn n i in in i i nn i i n hi i mil l i i i i H 40 

SEQ.ID.NO. 10 
SEQ.ID.NO.il R V 
SEQ.ID.NO. 12 G S 
SEQ.ID.NO. 13 , G, H 



TLTCKASE 
P . PAR PVR 



N V V 
M W L 



TYVSWYQQKPI 
LMFPGINRNQ 



Avail 
Bsrl 
Sau96 I 



Mbol 
Dpn I 
BsaO I 
|Pvul 



SEQ.ID.NO. 9 GC?y3TCTCCTAAACTC ^^ 



SEQ.ID.NO. 10 OCTCAGAGGATITCA03ACEA33GGOQQOG^ 
SEQ.ID.NO.il QS PKLLIYGASNRYTGVPDRFTG 
SEQ.ID.NO. 12 SSLLNC . YTGHPTGTLGS P IASQA 
SEQ.ID.NO. 13 A ,Y, S, , : , ,T, ,A ,D ,1, ,R , ?, , I, ,9, ,P V, ,H ,W G P , ^ L R , 



I Mbol 



Dpn 1 



511 



Mbo II 



SEO ID NO. 9 AGIGGAICIGCAACAGAITIO^ 
^* | I I I | I I l I | l i l l I I I I I I I I I I | l l l I | l l I I | I I I i | l I 1 I | ■ I l I i | l l l l | i l I i | i I 1 1 | I l i I 1 2{ 

SEQ.ID.NO.il SGSATDFTLTISSVQAED LADYH 
SEQ.ID.NO. 12 VDLQQISL. PSAVCRLKTLQIIT 



SEQ.ID.NO. 13 QWI CNRFHSDHQQCAG 



R P C R L S L 



|A!ul jRs; 

seq.id.no. 9 Gio^cm3GTTAC^OTmra?racAa 



+++ 



Ava II 

|Sau96l |Alul 

H 350 



SEQ.ID.NO. 10 CAOCIGTOCOyaGIOGATAGG^ 

SEQ.ID.NO.il CGQGYSYPYTFGGGTKLE I KR 
SEQ.ID.NO. 12 VDRVTAIRTRSEGGPSWK . N G 
SEQ.ID.NO. 13 | | W | T | G | L Q | L | S | V | H V i R | | R | G ] | D O;, A | G | | N [ _ K T | | 



SEQ.ID.NO. 9 TGCACCAACIGIA 

[ I Mi l MU l l l > 

SEQ.ID.NO. 10 A03IO3TIGACAT 
SEQ.ID.NO.il A P T V 
SEQ.ID.NO. 12 L H Q L Y 
SEQ.ID.NO. 13 C T N C 



FIG. 10 
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LIPMAN-PEARSON PROTEIN ALIGNMENT 

KTUPLE: 2; GAP PENALTY: 4; GAP LENGTH PENALTY: 12 



SEQ1(1>107) SEQ2(1>111) SIMILARITY GAP GAP CONSENSUS 

J591VK.PRO iVIUVKV.PRO INDEX NUMBER LENGTH LENGTH 

(1>107) (1>109) 6Q.4 2 2 1 09 

^ — 10 ^—20 ^—30 ^—40 ^—50 
JSn^Mrt^PKSMSMSVG^V^ 

:I MIQSP.SrS S:G:RVT:TC:AS ::: .Y: :WYQQKP. SPKLLIY AS. . :GVP 
DIQMIQSPSSI£^IjGDEm^ 

^—10 ^—20 ^—30 ^—40 ^—50 i-60 

^—60 ^—70 ^—80 ^—90 ^—100 

DRFIGSGS&IDFIXjTISSVQA^ 

.RF:GSGS:TD::LTIS:::.ED:A.Y C QG : P TTOGSTKLEIK 
SRFSGSGSGIDYSLTISMJS^ 

^—70 ^—80 ^—90 ^—100 



FIG. 11 
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